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SEQUENCE LISTING 

<110> Abbott Laboratories 
Katz, David A. 
Gentile-Davey , Maria C. 
Cornwell, Michael C. 
Huff, Jeffrey B. 
Yu , Hong 

<120> AMPLIFICATION BASED POLYMORPHISM 
DETECTION 

<130> 6652. US. Ol 

<140> 09/747, 538 
<141> 2000-12-22 

<160> 23 

<170> FastSEQ for Windows Version 4.0 

<210> 1 

<211> 1450 

<212> DNA 

<213> Homo sapiens 

<400> 1 

tagggttgga gtgggtggtg gatggtgggg ctaatgcctt catggccacg cgcacgtgcc 60 

cgtcccaccc ccaggggtgt tcctggcgcg ctatgggccc gcgtggcgcg agcagaggcg 12 0 

cttctccgtg tccaccttgc gcaacttggg cctgggcaag aagtcgctgg agcagtgggt 180 

gaccgaggag gccgcctgcc tttgtgccgc cttcgccaac cactccggtg ggtgatgggc 24 0 

agaagggcac aaagcgggaa ctgggaaggc gggggacggg gaaggcgacc cc ttacccgc 300 

atctcccacc cccaggacgc ccctttcgcc ccaacggtct cttggacaaa gccgtgagca 360 

acgtgatcgc ctccctcacc tgcgggcgcc gcttcgagta cgacgaccct cgcttcctca 420 

ggctgctgga cctagctcag gagggactga aggaggagtc gggctttctg cgcgaggtgc 480 

ggagcgagag accgaggagt ctctgcaggg cgagctcccg agaggtgccg gggctggact 54 0 

ggggcctcgg aagagcagga tttgcataga tgggtttggg aaaggacatt ccaggagacc 600 

ccactgtaag aagggcctgg aggaggaggg gacatctcag acatggtcgt gggagaggtg 660 

tgcccgggtc agggggcacc aggagaggcc aaggactctg tacctcctat ccacgtcaga 72 0 

gatttcgatt ttaggtttct cctctgggca aggagagagg gtggaggctg gcacttgggg 780 

agggacttgg tgaggtcagt ggtaaggaca ggcaggccct gggtctacct ggagatggct 84 0 

ggggcctgag acttgtccag gtgaacgcag agcacaggag ggattgagac cccgttctgt 900 

ctggtgtagg tgctgaatgc tgtccccgtc ctcctgcata tcccagcgct ggctggcaag 960 

gtcctacgct tccaaaaggc tttcctgacc cagctggatg agctgctaac tgagcacagg 102 0 

atgacctggg acccagccca gcccccccga gacctgactg aggccttcct ggcagagatg 1080 

gagaaggtga gagtggctgc cacggtgggg ggcaagggtg gtgggttgag cgtcccagga 114 0 

ggaatgaggg gaggctgggc aaaaggttgg accagtgcat cacccggcga gccgcatctg 12 0 0 

ggctgacagg tgcagaattg gaggtcattt gggggctacc ccgttctgtc ccgagtatgc 1260 

tctcggccct gctcaggcca aggggaaccc tgagagcagc ttcaatgatg agaacctgcg 1320 

catagtggtg gctgacctgt tctctgccgg gatggtgacc acctcgacca cgctggcctg 1380 

gggcctcctg ctcatgatcc tacatccgga tgtgcagcgt gagcccatct gggaaacagt 1440 

gcaggggccg 14 50 



<210> 2 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 



<220> 

<223> Amplication Primer 



<400> 2 

tgagacttgt ccaggtgaac 



20 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Amplication Primer 
<400> 3 

cctgcactgt ttcccaga 18 

<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Amplication Primer 



<210> 5 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Amplication Primer 
<400> 5 

ctcctcggtc tctcgctc 18 

<210> 6 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Probe 



<400> 4 

gtggatggtg gggctaat 



18 



<400> 6 

aacctgcgca tag 



13 



<210> 7 

<211> 13 

<212> DNA 

<213> Artificial Sequence 
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<220> 




<223> 


Probe 


<400> 


7 


aacctgtgca tag 


<210> 


8 


<211> 


13 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Probe 


<400> 


8 


gagcacagga tga 


<210> 


9 


<211> 


13 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Probe 


<400> 


9 


gagcacggat gac 


<210> 


10 


<211> 


14 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Probe 


<400> 


10 


gatggagaag gtga 


<210> 


11 


<211> 


14 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Probe 


<400> 


11 


gatggaggtg agag 


<210> 


12 


<211> 


13 


<212> 


DNA 


<213> 


Artificial 



13 



13 



13 



14 



14 



<220> 

<22 3> Probe 
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<400> 12 



ccccaggacg ccc 



13 



<210> 13 
<211> 13 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 
<400> 13 

ccccaagacg ccc 13 

<210> 14 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 



<210> 15 
<211> 14 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Probe 
<400> 15 

gagcaggggt gacc 14 

<210> 16 
<211> 11 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Probe 



<210> 17 

<211> 15 

<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Probe 



<400> 14 
gagcagtggg tgac 



14 



<400> 16 
acctgtgcat a 



11 



<400> 17 
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gaacctgtgc atagt 



15 



<210> 18 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Probe 
<400> 18 

agaacctgtg catagtg 17 

<210> 19 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Forward Primer 



<210> 20 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Forward Primer 
<400> 20 

tcccgcacac gcctc 15 

<210> 21 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Reverse Primer 



<210> 22 
<211> 35 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Molecular Beacon Probe 



<400> 19 

ccccaaaacg gaagacaaat c 



21 



<400> 21 

tgcgaactcg tcactggtc 



19 



<400> 22 

ccgcacacag gactggctac ctctctgggc tgcgg 



35 
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<210> 23 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Molecular Beacon Probe 



<400> 23 

cgaccacagg actggccacc tctctgggtc g 



